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56 <151> PRIOR FILING DATE: 1999-09-15 

58 <150> PRIOR APPLICATION NUMBER: PCT/US99/2154 7 

59 <151> PRIOR FILING DATE: 1999-09-15 

61 <150> PRIOR APPLICATION NUMBER: PCT/US99/23089 

62 <151> PRIOR FILING DATE: 1999-10-05 

64 <150> PRIOR APPLICATION NUMBER: PCT/US99/28214 

65 <151> PRIOR FILING DATE: 1999-11-29 

67 <150> PRIOR APPLICATION NUMBER: PCT/US99/28313 

68 <151> PRIOR FILING DATE: 1999-11-30 

70 <150> PRIOR APPLICATION NUMBER: PCT/US99/28564 

71 <151> PRIOR FILING DATE: 1999-12-02 

73 <150> PRIOR APPLICATION NUMBER: PCT/US99/28565 ; *. 

74 <151> PRIOR FILING DATE: 1999-12-02 ; ; 

76 <150> PRIOR APPLICATION NUMBER: PCT/US99/3009 5 'I 

77 <151> PRIOR FILING DATE: 1999-12-16 '« 

79 <150> PRIOR APPLICATION NUMBER: PCT/US99/30911 

80 <151> PRIOR FILING DATE: 1999-12-20 

82 <150> PRIOR APPLICATION NUMBER: PCT/US99/30999 

83 <151> PRIOR FILING DATE: 1999-12-20 

85 <150> PRIOR APPLICATION NUMBER: PCT/USOO/00219 

86 <151> PRIOR FILING DATE: 2000-01-05 

88 <160> NUMBER OF SEQ ID NOS : 423 '* 

91 <210> SEQ ID NO: 1 

92 <211> LENGTH: 1825 

93 <212> TYPE: DNA 

94 <213> ORGANISM: Homo sapiens 

96 <4 00> SEQUENCE: 1 

97 actgcacctc ggttctatcg attgaattcc ccggggatcd tctagagatc cctcgacctc 60 

98 gacccacgcg tccgggccgg agcagcacgg ccgcaggacc tggagctccg gctgcgtctt 120 

99 cccgcagcgc tacccgccat gcgcctgccg cgccgggccg cgctggggct cctgccgctt 180 

100 ctgctgctgc tgccgcccgc gccggaggcc gccaagaagc cgacgccctg ccaccggtgc 240 

101 cgggggctgg tggacaagtt taaccagggg atggtggaca * ccgcaaagaa gaa,ctttggc 300 

102 ggcgggaaca cggcttggga ggaaaagacg ctgtccaagt acgagtccag cgagattcgc 36 0 

103 ctgctggaga tcctggaggg gctgtgcgag agcagcgact tcgaatgcaa tcajgatgcta 420 

104 gaggcgcagg aggagcacct ggaggcctgg tggctgcagc tgaagagcga atafcctgac 480 

105 ttattcgagt ggttttgtgt gaagacactg aaagtgtgct gctctccagg aacjetacggt 540 

106 cccgactgtc tcgcatgcca gggcggatcc cagaggccct gcagcgggaa figglfccactgc 600 

107 agcggagatg ggagcagaca gggcgacggg tcctgccggt gccacatggg gtajbcagggc 660 

108 ccgctgtgca ctgactgcat ggacggctac ttcagctcgc tccggaacga gacccacagc 720 

109 atctgcacag cctgtgacga gtcctgcaag acgtgctcgg j gcctgaccaa cag-agactgc 780 

110 ggcgagtgtg aagtgggctg ggtgctggac gagggcgcct gtgtggatgt ggacgagtgt 840 

111 gcggccgagc cgcctccctg cagcgctgcg cagttctgta agaacgccaa cggctcctac 900 

112 acgtgcgaag agtgtgactc cagctgtgtg- ggctgcacag gggaaggccc aggaaactgt 960 

113 aaagagtgta tctctggcta cgcgagggag cacggacagt ; gtgcagatgt gga i cgagtgc 1020 

114 tcactagcag aaaaaacctg tgtgaggaaa aacgaaaact gctacaatac tccagggagc 1080 

115 tacgtctgtg tgtgtcctga cggcttcgaa gaaacggaag atgcctgtgt gccgccggca 1140 

116 gaggctgaag ccacagaagg agaaagcccg acacagctgc cctcccgcga agacctgtaa 1200 

117 tgtgccggac ttacccttta aattattcag aaggatgtcc cgtggaaaat gtggccctga 1260 

118 ggatgccgtc tcctgcagtg gacagcggcg gggagaggct gcctgctctc taacggttga 1320 
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119 ttctcatttg tcccttaaac agctgcattt cttggttgtt cttaaacaga ctt&tatatt 1380 

120 ttgatacagt tctttgtaat aaaattgacc attgtaggta atcaggagga aaaaaaaaaa 1440 

121 aaaaaaaaaa aaagggcggc cgcgactcta gagtcgacct gcagaagctt ggccgccatg 1500 

122 gcccaacttg tttattgcag cttataatgg ttacaaataa agcaatagca tcacaaattt 1560 

123 cacaaataaa gcattttttt cactgcattc tagttgtggt ttgtccaaac tcatcaatgt 1620 

124 atcttatcat gtctggatcg ggaattaatt cggcgcagca ccatggcctg aaataacctc 16 80 

125 tgaaagagga acttggttag gtaccttctg aggcggaaag aaccagctgt ggaatgtgtg 174 0 

126 tcagttaggg tgtggaaagt ccccaggctc cccagcaggc agaagtatgc aagcatgcat 1800 

127 ctcaattagt cagcaaccca gtttt 1825 

129 <210> SEQ ID NO: 2 

130 <211> LENGTH: 353 

131 <212> TYPE: PRT 

132 <213> ORGANISM: Homo sapiens 
134 <400> SEQUENCE: 2 
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189 Ala Asp Val Asp Glu Cys Ser Leu Ala Glu Lys 
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192 Asn Glu Asn Cys Tyr Asn Thr Pro Gly Ser Tyr 
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195 Asp Gly Phe Glu Glu Thr Glu Asp Ala Cys Val 
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198 Glu Ala Thr Glu Gly Glu Ser Pro Thr Gin Leu 

199 340 345 
201 Leu 

204 <210> SEQ ID NO: 3 

205 <211> LENGTH: 2206 

206 <212> TYPE: DNA 

207 <213> ORGANISM: Homo sapiens 

209 <400> SEQUENCE: 3 

210 caggtccaac tgcacctcgg ttctatcgat tgaattcccc 

211 tcgacctcga cccacgcgtc cgccaggccg ggaggcgacg 

212 aacagccctg gctgagggag ctgcagcgca gcagagtatc 

213 ggtgcggcac gaggaejtttt cccggcagcg aggaggtcct 

214 gcgccttccc tgccgccgcg ctctggctct fcjgagcatcct' 

215 gggcggaggc cgggccgccg caggaggaga gcctgtacct 

216 caagagtact cataggattt gaagaagata tcctgattgt 

217 cttttacaca tgatttcaga aaagcgcaac agagaatgec 

218 attccatgaa ttttacctgg caagctgcag ggcaggcaga 

219 ccttgcgctc cctggataaa ggcatcatgg cagatccaac 

220 gaacagtgcc tcacaaggca tcagttgttc aagttggttt 

221 atggggtggc agcatttgaa gtggatgtga ttgttatgaa 

222 tccaaacacc tcaaaatgct atcttcttta aaacatgtca 

223 ggtgccgaaa tggaggcttt tgtaatgaaa gacgcatctg 

224 acggacctca ctgtgagaaa gccctttgta ccccacgatg 

225 tgactcctgg tttctgcatc tgcccacctg gattctatgg 

226 actgctcaac cacctgcttt aatggaggga cctgtttcta 1 

227 ctccaggact agagggagag cagtgtgaaa tcagcaaatg 

228 gaggtaaatg cattggtaaa agcaaatgta agtgttccaa 

229 gttcaaagcc tgtctgcgag cctggctgtg gtgcacatgg 

230 aatgccaatg tcaagaaggt tggcatggaa gacactgcaa 

231 tcatacatgc cctgaggcca gcaggcgccc agctcaggca 

232 aggccgagga gcggcgggat ccacctgaat ccaattacat 

233 aaacgtttta agttacacca agttcatagc ctttgttaac 

234 aaataatgtt cattacactt aagaatactg gcctgaattt 

235 actgagctga tatttactct tccttttaag ttttetaagte 

236 tagattttct tgtttcagtg ctttgggaca gattttatat 

237 aaattttcag tgtgtagttg gcagatattt tcaaaattac 

238 gggcagggga acatcagaaa ggttaaattg ggcaaaaatg 

239 atggtgcagt taatgttgaa gttacagcat ttcagatttt 

240 ttgttacatt tttaaaaatt gctcttaatt tttaaactct 

241 ttaccattat tccagagatt cagtattaaa aaaaaaaaaa 

242 ttaaacaata taatatattc taaacacaat gaaataggga 
24 3 gcattggctt gaagcaatat aatatattgt aaacaaaaca 
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Gin 


Gly 


Asp 


Leu 


309 




290 










295 










300 










311 


Cys 


Ser 


Lys 


Pro 


Val 


Cys 


Glu 


Pro 


Gly 


Cys 


Gly 


Ala 


His 


Gly 


Thr 


Cys 


312 


305 










310 










315 










320 


314 


His 


Glu 


Pro 


Asn 


Lys 


Cys 


Gin 


Cys 


Gin 


Glu 


Gly 


Trp 


His 


Gly 


Arg 


His 
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RAW SEQUENCE LISTING ERROR SUMMARY DATE: 11/13/2002 

PATENT APPLICATION: US/09/9 04 , 011C TIME: 15:40:49 

Input Set : A:\CORRECTED SEQUENCE LISTING FROM GNE.P1618P2C8.txt 
Output Set: N:\CRF4\11132002\I904011C.raw 

Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:13; N Pos . 3 3,37,80,94,144,188 

Seq# :26; N Pos . 21 

Seq# : 50; N Pos . 61 

Seq# :113; N Pos. 1461 

Seq# :131; N Pos. 1837 

Seq#:174; N Pos. 1683 

Seq#:175; Xaa Pos. 539 

Seq#:206; N Pos. 973,977,996,1003 
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